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Figure S1. Rarefaction curve analysis of all samples



2

Original Paper	 Czech Journal of Animal Science, 68, 2023 (5): 189–201

https://doi.org/10.17221/76/2022-CJAS

Figure S1. Rarefaction curve analysis of all samples
The x-axis shows the number of hits. The y-axis number of genes. RMGMS: rumen microbiota of genetically modified 
sheep. RMWTS: rumen microbiota of wild-type sheep. IMGMS: intestinal microbiota of genetically modified sheep. 
IMWTS: intestinal microbiota of wild-type sheep

   


